Although genetic variants that affect susceptibility to coronary artery disease (CAD) have been greatly known, a number of these single nucleotide polymorphisms (SNPs) remain to be analyzed in populations with different ethnicities. CAD is influenced by numerous genetic, environmental, and lifestyle factors, and is an important reason for mortality around the globe. In this study, a novel SNP (rs6725887) in the WD Repeat Protein 12 (WDR12) gene was selected to be examined in Iranian patients with CAD. Ninety eigth healthy controls and one hundred and one CAD patients were enrolled from Iranian population, and their clinical data were collected for further comparisons. After DNA extraction from each sample, genotypes were characterized by Taq Man probe real-time PCR assay. Statistical analyses were performed to evaluate genotype and allele frequencies and compared the values with clinical variables. Body mass index, blood pressure, fasting blood sugar, LDL, HDL, cholesterol, and triglyceride significantly differed in CAD and control groups. Genotype and allele frequencies of rs6725887 in CAD patients and controls showed no significant association in the distribution. However, clinical parameters of CAD patients like HDL, LDL, FBS, TG, DBP and SBP had significantly (P<0.05) higher levels compared to control group. The rs6725887 polymorphism is unlikely to play a key role in CAD risk in our population. Further additional samples are required for better appreciation of the influence of WDR12 SNP on CAD occurrence.
Materials and methods

Study population
The study population comprised of one LightCycler 96 (Roche, Germany) was used to determine the genotypes of rs6725887. Primerprobe sets were designed and manufactured by Applied Biosystem custom service. for CC, 17 (18%) for CT, and 3 (2%) for TT. For the allele distributions, the frequencies of the T and C alleles remained constant in both groups (Table   2 ). Overall, genotype and allele frequencies in the CAD and control groups revealed no significant association in the distribution.
Statistical analyzes
Analysis of association between rs6725887 genotypes and CAD phenotypes
We performed a primary analysis for the clinical variables in the control and CAD groups, which showed that age, BMI, systolic blood pressure (SBP), diastolic blood pressure (DBP), and levels of TG, TC, FBS, HDL, and LDL were significantly associated with CAD (Table 1) . On the other hand, genotype and allele frequencies were not associated with CAD in the groups (Table 2) .
To assess whether all these factors were associated with CAD incidence in an independent manner, we conducted one-way ANOVA test but none of the factors were nominated as independent risk factors for CAD in either patient group or control group.
Discussion
SNPs are among the genetic biomarkers, which could greatly affect the susceptibility of individuals to many diseases (16) . Recent advances in polymorphism screening technologies have made possible a more comprehensive type of large scale analysis through GWAS (17) . Since CAD is a complex genetic phenotype, it implicates the interaction of a number of genes and environmental elements to determine the incidence of the disease.
As of 30 January 2015, 2101 publications and 15268 SNPs discovered to be associated with CAD from GWAS, were included in the catalog of the National Human Genome Research Institute database (18) .Description of genes in these studies attempts to collect potential correlated SNPs with CAD, which will benefit the development of personalized medicine in the near future (19) (20) (21) (22) (23) .
However, it should be noted that in addition to their effectiveness in providing detailed information on SNPs, GWASs cannot offer data on all of the polymorphisms in one experiment. The rs6725887 polymorphism in WDR12 gene has been included in few GWAS analyses, but no report has independently studied this SNP in single population (8, 11, 24, 25) . Therefore, our study aimed to investigate this SNP on its intronic locus and replicate the association of rs6725887 with CAD and the correlated risk factors.
In the present study, however, no association 
